LHCP Proteins – Lhcb1 through 6 www.expasy.ch search 03/11/99 by Jon
LHCII type I from Rice (Lhcb1)

NB up to 9 variants in Tobacco = Lhcb1*(1 through 9)
   up to 5 variants in Potato

no TRANSIT mentioned
Length: 265 AA 

Molecular weight: 27887.90 

Theoretical pI: 5.29 

          10         20         30         40         50         60 

           |          |          |          |          |          | 

  MAASTMALSS PAALAGKAVA NAKVFGEGRV TMRKSAAKPK PAAASGSPWY GADRVLYLGP

          70         80         90        100        110        120 

           |          |          |          |          |          | 

  LSGEPPSYLT GEFSGDYGWD TAGLSADPET FAKNRELEVI HCRWAMLGAL GCVFPELLAR

         130        140        150        160        170        180 

           |          |          |          |          |          | 

  NGVKFGEAVW FKAGSQIFSE GGLDYLGNPS LIHAQSILAI WGCQVVFMGA VEGYRVAGGP

         190        200        210        220        230        240 

           |          |          |          |          |          | 

  LGEVVDPLYP GGSLDPLGLA DDPEAFAELK VKEIKNGRLA MLSMFGFFVQ AIVTGKGPLE

         250        260   265 

           |          |     |

  NITDHLADPV NNNAWAYATN FVPGK

LHCII type II from Rice (Lhcb2)

no TRANSIT mentioned
Length: 263 AA

Molecular weight: 28525.42 

Theoretical pI: 5.62 

          10         20         30         40         50         60 

           |          |          |          |          |          | 

  MAASALHQTT SFLGTAPRRD ELVRRVGDSG GRITMRRTVK SAPQSIWYGP DRPKYLGPFS

          70         80         90        100        110        120 

           |          |          |          |          |          | 

  EQTPSYLTGE FPGDYGWDTA GLSADPETFA RNRELEVIHS RWAMLGALGC VFPEILSKNG

         130        140        150        160        170        180 

           |          |          |          |          |          | 

  VKFGEAVWFK AGAQIFSEGG LDYLGNPNLV HAQSILAIWA VQVVLMGFVE GYRVGGGPLG

         190        200        210        220        230        240 

           |          |          |          |          |          | 

  EGLDKVYPSG AFDPLGLADD PDTFAELKVK ELKNGRLAMF SMFGFFVQAI VTGKGPIENL

         250        260

           |          |

  FDHVADPVAN NAWAYATNFV PGK

LHCII type III from Barley (Lhcb3)

TRANSIT       1     45       CHLOROPLAST (POTENTIAL).

CHAIN        46    268       CHLOROPHYLL A-B BINDING PROTEIN OF LHCII

                               TYPE III.

TRANSMEM    100    119       POTENTIAL.

TRANSMEM    153    173       POTENTIAL.

TRANSMEM    222    238       POTENTIAL.

before processing:
Length: 268 AA 

Molecular weight: 28759 Da 

after processing:

Length: 223 AA 

Molecular weight: 24285.58 

Theoretical pI: 4.60 

          10         20         30         40         50         60 

           |          |          |          |          |          | 

  MASTIMAAAS RAVVAKTPFL SGQGRAASAS PLRDIAAATN GRITMGNDLW YGPDRVKYLG

          70         80         90        100        110        120 

           |          |          |          |          |          | 

  PFSAQTPSYL NGEFPGDYGW DTAGLSADPE AFARNRALEV IHGRWAMLGA LGCVFPEVLQ

         130        140        150        160        170        180 

           |          |          |          |          |          | 

  KWVGVEFKEP VWFKAGSQIF SEGGLDYLGN PNLVHAQSIL AVLGFQVLLM GLVEGFRING

         190        200        210        220        230        240 

           |          |          |          |          |          | 

  LDGVGEGNDL YPGGQYFDPL GLADDPVTFA ELKVKEIKNG RLAMFSMFGF FVQAIVTGKG

         250        260      268 

           |          |        |

  PLENLFDHLD DPVANNAWVF ATKFAPGS

CP29 from Maize (Lhcb4)

TRANSIT       1 -  29       POTENTIAL.

CHAIN        30 - 291       CHLOROPHYLL A/B-BINDING PROTEIN CP29

before processing:
Length: 291 AA

Molecular weight: 31384 Da 

after processing:

Length: 262 AA 

Molecular weight: 28558.45 

Theoretical pI: 5.19

          10         20         30         40         50         60 

           |          |          |          |          |          | 

  MASSVAAAAS TFLGTRLADP APQNGRIVAR FGFGLGGKAK PAPKKVAKTS TSSDRPLWFP

          70         80         90        100        110        120 

           |          |          |          |          |          | 

  GAVAPDYLDG SLVGDYGFDP FGLGKPVEYL QFELDSLDQN LAKNEAGGII GTRFESSEVK

         130        140        150        160        170        180 

           |          |          |          |          |          | 

  STPLQPYSEV FGLQRFRECE LIHGRWAMLA TLGALSVEWL TGVTWQDAGK VELVDGSSYL

         190        200        210        220        230        240 

           |          |          |          |          |          | 

  GQPLPFSIST LIWIEVLVIG YIEFQRNAEL DPEKRLYPGG SYFDPLGLAA DPEKKERLQL

         250        260        270        280        290

           |          |          |          |          |

  AEIKHARLAM VAFLGFAVQA AATGKGPLNN WATHLSDPLH TTIFDTFGGS S

CP26 from Maize (Lhcb5)

SIGNAL        1     36       POTENTIAL.

CHAIN        37    283       CHLOROPHYLL A/B-BINDING APOPROTEIN CP26.

before processing:

Length: 283 AA

Molecular weight: 30170 Da 

after processing:

Length: 247 AA 

Molecular weight: 26624.38 

Theoretical pI: 4.96

          10         20         30         40         50         60 

           |          |          |          |          |          | 

  MAALAPSKIL GTKLNFAGSS RYATAAPTAG AQKIVSLFSK KPAQKPKPSA VSSSSPDISD

          70         80         90        100        110        120 

           |          |          |          |          |          | 

  ELAKWYGPDR RIYLPDGLLD RSEVPEYLTG EVPGDYGYDP FGLGKKPEDF AKYQAYELIH

         130        140        150        160        170        180 

           |          |          |          |          |          | 

  ARWAMLGAAG AVIPEACNKF GANCGPEAVW FKTGALLLDG NTLSYFGNSI PINLVVAVIA

         190        200        210        220        230        240 

           |          |          |          |          |          | 

  EVVLVGGAEY YRIINGLDLE DKLHPGGPFD PLGLASDPDQ AAILKVKEIK NGRLAMFSMF

         250        260        270        280

           |          |          |          |

  AFFIQAYVTG EGPVENLAKH LSDPFGNNLL TVISGAAERT PSL

CP24 from Maize (Lhcb6)

SIGNAL        1     36       POTENTIAL.

CHAIN        37    247       CHLOROPHYLL A/B-BINDING APOPROTEIN CP24.

before processing:

Length: 247 AA 

Molecular weight: 26921 Da 

after processing:

Length: 211 AA 

Molecular weight: 23022.37 

Theoretical pI: 5.44

          10         20         30         40         50         60 

           |          |          |          |          |          | 

  MARAHFRCRA QDPFLGARRA LANAAAKPGP RRALVVAAAA AAKKSWIPAI KSDAEIVNPP

          70         80         90        100        110        120 

           |          |          |          |          |          | 

  WLDGSLPGDF GFDPLGLGKD PAFLKWYREA DVIHGRWAMA AVLGIFVGQA WSGIPWFEAG

         130        140        150        160        170        180 

           |          |          |          |          |          | 

  ADPTRIAPFS FGSLLGTQLL LMGWVESKRW VDFFNPDSQA VEWATPWSRT AENFANFTGE

         190        200        210        220        230        240 

           |          |          |          |          |          | 

  QGYPGGKFFD PLALAGTSRD GVYIPDVDKL ERLKLAEIKH ARIAMLAMLA FYFEAGQGKT

      247 

        |

  RLGALGL

PsbS from Spinach

before processing:

Length: 274 AA 

Molecular weight: 29197 Da 

after processing:

Length: 205 AA 

Molecular weight: 21723.31 

Theoretical pI: 4.89

  TRANSIT       1     69       CHLOROPLAST (POTENTIAL).

  CHAIN        70    274       PHOTOSYSTEM II 22 KD PROTEIN.

  REPEAT       64    167       

  REPEAT      168    274       

  TRANSMEM    100    119       POTENTIAL.

  TRANSMEM    141    158       POTENTIAL.

  TRANSMEM    204    223       POTENTIAL.

  TRANSMEM    245    262       POTENTIAL.

          10         20         30         40         50         60 

           |          |          |          |          |          | 

  MAQAMLLMMP GVSTTNTIDL KRNALLKLQI QKIKPKSSTS NLFFSPLPSS SSSSSTVFKT

          70         80         90        100        110        120 

           |          |          |          |          |          | 

  LALFKSKAKA PKKVEKPKLK VEDGLFGTSG GIGFTKENEL FVGRVAMIGF AASLLGEGIT

         130        140        150        160        170        180 

           |          |          |          |          |          | 

  GKGILSQLNL ETGIPIYEAE PLLLFFILFT LLGAIGALGD RGRFVDEPTT GLEKAVIPPG

         190        200        210        220        230        240 

           |          |          |          |          |          | 

  KDVRSALGLK TKGPLFGFTK SNELFVGRLA QLGFAFSLIG EIITGKGALA QLNIETGVPI

         250        260        270

           |          |          |

  NEIEPLVLLN VVFFFIAAIN PGTGKFITDD EEED
